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acids, nucleoproteins, nucleotides, nuc- 
leosides, and related purines and pyrimi- 
dines is reported. Papers relating to nuc- 
leotides will be included only where they are 
of direct relevance to the nucleic acids 
themselves. Abstracts are allocated to the 
section (Subsection) to which they are most 
relevant and cross-referred to other sec- 
tions (subsectians) where appropriate. 
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operons, RNA polymerase, sigma factor, rpoD gene, Bacillus subtilis 3810. 
opsins genes, photoreceptors cells, Drosophila melanogaster 691. 
organization, GST | ste cDNA, Zea mays 3096. 
organization, size, rRNA genes clusters, chromosomes, Triturus vulgaris 
meridionalis 1976. 
osmoregulation mutants, betaine pathway, Escherichia coli 2522. 
P1-450 gene, P3-450 gene, chromosome 9, mice 1361. 
permease putP gene mutants, proline transport, substrate specificity, Salmonella 
typhimurium 2507. 
phage } tsr70 transduction, point mutation, methyl-accepting protein tsr 
gene, chemotaxis, Escherichia coli 4286. 
phenobarbital induction, cytochrome P450 genes, chromosome 19, man 5667. 
phenylalanyl-tRNA synthetase, gene MSF1, Saccharomyces cerevisiae 6047. 
Ary rae char el a phosphotransferase bgIC gene, cloning, Escherichia coli 


phosphoribosyiglycinamide synthetase genes, chromosome 21, man 5012. 

plasminogen activator genes, chromosome 8, man 5024. 

plastids, species, Epilobium 4953. 

are akin growth factor A-chain genes, chromosome 7, tumor cell lines, man 

pnp gene, transposon TnS insertion mutation, Escherichia coli 5189. 

point mutation, defective mutant, DNA polymerase (RNA-dependent), reverse 
transcription, Rous sarcoma virus 3752. 

polymorphism, major histocompatibility complex genes, mice 6180. 

prealbumin genes, chromosome 18, man 1386. 

prealbumin genes, chromosome 18, man 5666. 

promoters, genetic control, recF gene, dnaN gene, Escherichia coli 2726. 

proteins identification, parvovirus (human) B19, bacteria gene expression 1858. 

proteins, lysis cycles, replication, Epstein-Barr virus 3052. 

prtR gene, chromosomes, Bacillus subtilis 3415. 

Puree pucrerce phosphorylase, purification, characterization, Escherichia coli 
2504. 

pyrrolo-quinoline-quinone genes, Acinetobacter calcoaceticus 3408. 

pyruvate kinase genes, chromosome 1, liver, man 5517. 

RAD4 gene, cloning, mutants complementation, Saccharomyces cerevisiae 4312. 

c-k-ras 2 gene, chromosome 12, anomaly, acute myeloblastic leukemia cancer 
patients, man 755, 

R-ras gene, chromosomes, mice, man 5495. 

regulatory genes, hexuronate catabolism, Erwinia chrysanthemi 3835. 
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Gene mapping, (continued) - 

rep gene, r-det gene, tra gene, R factors, Aeromonas salmonicida 6088. 

replication origin, cloning, purA gene, cysA gene, Bacillus subtilis 1866. 

restriction endonuclease mapping, insulin genes, diabetes mellitus, man 4706. 

restriction endonuclease mapping, tRNA genes, phage T5 3764. " 

restriction fragment length polymorphism, genomes man, genetic counselling 24¢ 

ribosomal proteins genes, genomes, chloroplasts, Spirodela oligorhiza 4942. 

ricin precursors genes, Ricinus communis 3856. ed 

RNA, lymphocytic choriomeningitis virus, induction, growth hormone deficiency, 
mice 1156. 

RNA polymerase II subunits genes, chromosome 17, man 4396. eh 

RNA polymerase Ill subunits genes, RPO31 locus, Saccharomyces cerevisiae 54! 

rRNA genes, Citrus limon 5586. 

tRNA, nucleotide sequence, Bombyx mori 2483. 

rRNA 28S, nucleotide sequence, nucleoli, rats 201. 

rRNA 5S genes, Caenorhabditis elegans 4929. a ; 

snRNA genes, nucleotide sequence, RNA biosynthesis, Drosophila 4341. 

snRNA Ula1 gene, chromosome 11, mice 4978. 

tRNA Ser genes, Schizosaccharomyces pombe 1254. 

rpoA gene, Bacillus subtilis 1900. 

seeds storage proteins, chromosomes, genomes, Elytrigia elongata 5602. 

sequence polymorphism, variability, correlation, major histocompatibility complex 
regions genes, mice 797. , 

sigma factor, operons, Bacillus subtilis, Escherichia coli 1867. 

Spare gene, chromosome 11, mice 4826. 

a-spectrin, chromosome 1, mice, man 757. ud 

spo0F allele, sporulation, cloning, nucleotide sequence, Bacillus subtilis 1859. 

spores proteins ssp gene, genes, Bacillus subtilis 2201. 

sporulation inhibition genes, copy number control, Bacillus subtilis 2560. 

c-src gene, chromosome 20, man 753. 

Suc1 gene, Schizosaccharomyces pombe 3153. 

taxonomy, rRNA, identification, bacteria 3606. 

thd gene, thiophene biodegradation mutants, strains, Escherichia coli 3854. 

threonine dehydrogenase tdh gene, Escherichia coli 664. “ 

thymidine kinase, galactokinase, aldolase, esterase, chromosome 8, mink 741. 

thyroid-stimulating hormone B-subunit genes, chromosome 1, man, chromosome 
mice 4415. 

tmk gene, Escherichia coli 3191. 

TNF-a gene, TNF-B gene, chromosome 17, mice 5046. 

TOL gene, chromosomes, Pseudomonas putida 3167. 

tra gene, cloning, sex determination, transformation, Drosophila 6202. 

transcription mapping, CDNA, measles virus 2579. 

transposon Tn§, isolation, characterization, Shigella flexneri, virulence 3345. 

TUBB gene, pseudogenes, man 5031. 

tyrosine kinase receptors genes, chromosome 17, man 2561. 

unc-22 IV gene, Caenorhabditis elegans 732. 

uracil permease FUR4 gene, chromosome II, Saccharomyces cerevisiae 4303. 

use, chromosomes segregation, somatic cells hybrids, mice, man, hamsters 723 

use probes, construction, man 5519. 

variable surface glycoprotein genes, chromosomes separation, orthogonai field 
alternating gel electrophoresis, Trypanosoma brucei 2881. 

viral hemorrhagic septicemia virus, protein biosynthesis, U.V. radiation effects 
on 1219. 

virulence genes, Salmonella typhimurium 6052. 

XLA gene, X chromosome, restriction fragment length polymorphism, 
agammaglobulinemia, family studies, man 749. 

zwf gene, Leuconostoc mesenteroides 3419. 

Gene products, 

ada gene, DNA repair, DNA alkylation, methy! phosphotriesters, O6-methylguan 
04-methylthymine residues, Escherichia coli 4451. 

amino acid sequence, a-interferon genes, gene expression, mice 865. 

amino acid sequence, batroxobin genes, cDNA nucleotide sequence, Bothrops ai 
4351. 

amino acid sequence, comparison, man, mice 215. 

amino acid sequence, glycinin precursors genes, cDNA nucleotide sequence, Glyc 
max 5529. 

amino acid sequence, halorhodopsin, genes nucleotide sequence, bacteriorhodoy 
comparison 5560. 

amino acid sequence, histocompatibility locus HLA gene expression, cell surfac 
82-microglobulin, man 6282. 

amino acid sequence, mannose-binding protein genes, exons structure, gene 
mapping, liver, rats S550. 

amino nena membrane proteins, genes nucleotide sequence, West N 
virus i 

amino acid sequence, predictions, 6-phosphofructokinase genes, DNA nucleotid 
sequence, rabbits 5481. 

amino acid sequence, spermine-binding protein genes, DNA nucleotide sequen: 
mRNA levels, prostate, rats 5565. 

amino acid sequence, v-fos gene structure-function analysis, immortalization 
activation, murine sarcoma virus 4397. 

ampR gene, role, byes gene gene regulation, Enterobacter cloacae 5247. 

araC gene, binding affinity, araBAD operon, mutants, Escherichia coli 4092. 

aroL gene, amino acid sequence, shikimate kinase, Escherichia coli 1840. 

biological properties, enterotoxins gene expression, transformation, 
Staphylococcus aureus 4593. 

cauliflower mosaic virus, gene VI, gene |, lacZ gene, 

bei gene, role regulation adenylate cyclase pathway, Saccharomyces cerevi: 

characterization, antibiotic resistance ermG gene, Bacillus sphaericus 5246. 

characterization, endonuclease gene expression, virD operon 5'-terminus, 
Agrobacterium tumefaciens 3728. 

characterization, RecB gene, RecC gene, Escherichia coli 1660. 

enprecierization, site-directed mutagenesis, PRC1 gene, Saccharomyces cerevi 

57. 

characterization, synthetic calmodulin genes 119. 

comparison, fos gene gene expression, cloning, Escherichia coli, Saccharomyc: 
cerevisiae 995. 

cyt18 gene, role, rRNA splicing, ribonucleoproteins, introns, mitochondria, 
Neurospora 3499. 

detection, TK gene herpes simplex virus 1, gene expression, transformation, 
hamsters cells 402. 

development, defects, dhfr gene gene expression, point mutation dominance, 
microinjection cDNA, mice 403. 

DNA binding activity, v-fos gene murine sarcoma virus transformed cells, c-fos 
gene fibroblasts rats 4097. 

dnaA gene, requirements, plasmid F maintenance, Escherichia coli 878. 
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sene products, (continued) 

CDNA clones, gene mapping, MRNA, parainfluenza virus 3 1980. 

cDNA coding genes, mitogens activation lymphocytes T, man 3387. 

E1A gene, adenovirus (human) 12, microinjection, protoplast fusion, induction, 
gene expression, adenovirus (human) 5, mammalian cells 1554. 

E1A gene, adenovirus (human) 2, activation, gene expression, Elll promoter, EllaE 
promoter, HeLa cells 3902. 

i=) 2 oh adenovirus (human) 5, activation transcription HSP70 gene, HeLa cells 

early region, activation, gene expression, promoters, herpes simplex virus 1, 
. Soute — : 

arly region, binding sites specificity, DNA, gene regulation, papilloma virus 
(bovine) 4089. ss , 3 ae. 

early region, gene regulation, gene expression, herpes simplex virus 1796. 

oa, mae genes, stimulation, promoters, RNA biosynthesis, adenovirus (human) 


early region, trans-acting factors, gene expression activation, Epstein-Barr 

virus, infected Vero cells 3909. 
endo-1,3-8-D-glucanase gene expression, Arthrobacter 3393. 

matic activity, Wx gene, Zea mays 4517. 

Escherichia coli plasmids, characterization, complementation nitrogen regulatory 
mutants, Rh acter capsulatus 3392. 
function, sacQ gene, comparison, Bacillus subtilis, Bacillus licheniformis 3416. 
function, virE gene, plasmid pTiC58, Agrobacterium tumefaciens 1271. 
GAL4 gene, deletion mutant, transcription activators, Saccharomyces cerevisiae 
GCD gene, repression GCN4 gene 


GCRi gene, rol dnioiaso-+ ghmeareitel 
Besharctyces cerevisiae 5728. 
x @, activation long terminal repeat, T cell leukemia virus |, T cell 
ukemia virus Il, mammalian cells, avian cells 3297. 
A gene, catalysis, cleavage, ligation, DNA, phage ®X174 4064. 
A , DNA-binding protein, single-stranded DNA cleavage, role, DNA 
Donne, phage ®X174 3886. 
oe Ill, ONA binding activity, cauliflower mosaic virus 2093. 
riggs A, stimulation, RNA biosynthesis, RNA polymerase, Escherichia 
coli 3 
C gene, role, DNA packaging, DNA biosynthesis, phage ®X174 2667. 
gene 18, gene 19, purification, phage T3 1345. 
gene 2 gene expression, requirements replication, phage ©29 981. 
32, binding stoichiometry, single-stranded DNA, phage T4 4086. 
gene 32, DNA-binding protein, amino acids residues, analysis, site-directed 
mutagenesis, phage T4 1689. 
gene 32, DNA-binding protein, single-stranded polynucleotides complex, optically 
detected magnetic resonance, phage T4 3480. 
gene 32, gene 44, gene 45, gene 62, recognition, DNA biosynthesis arrest sites, 
DNA polymerase, phage T4 3873. 
gene 5, DNA-binding protein, cooperativity, DNA binding, phage M13 2887. 
ginL gene, nitrogen regulator |! purification, Escherichia coli 2693. 
glucocorticoids receptors genes, domains localization, man 3395. 
glutamine synthetase genes, purification, characterization, cDNA nucleotide 
lence, Pisum sativum 5564. 
teins, RNA nucleotide sequence conservation, Bunyamwera virus 1163. 
a proteolysis, isolation capsid protein, +packaging enzymes, phage T4 446. 
fas gene, oncogenes, N.M.R. 3229. ; 
HAP2 gene, role activation RNA biosynthesis CYC1 gene, Saccharomyces cerevisiae 
5733. 
histocompatibility locus HLA class III molecules genes, structure, function, 
reviews, man 4716. : ’ 
ot locus HLA D region class |! molecules genes, relationship 
phocytes T recognition determinants, reviews, man 4725. 
gene, characterization, Saccharomyces cerevisiae 1463. , 
hosts protection antigens genes, induction antibodies synthesis chickens, 
infectious bursitis virus 984. ) 
identification, activity, algD gene, Pseudomonas aeruginosa 3303. 
identification, imp gene, plasmid TP110 1014. 
identification, N-myc gene, neuroblastoma cells, man 399. 
identification, tra gene, F factor 2214. 
identification, transposon Tn7 transposition, DNA, nucleotide sequence 2637. 
IE gene pseudorabies virus, stimulation transcription, extracts, cells, man 1806. 
levels, c-fos gene gene expression, amniotic cells, mammalia 924. 
levels, carbamoyl-phosphate synthetase |, +ornithine carbamoyl transferase genes, 
comparison liver, +intestine, rats 315. : 
levels, heat shock cognate genes, heat shock+recovery, Drosophila melanogaster 
936. 


ne expression, Saccharomyces cerevisiae 2092. 


lit gene mutation, inhibition phage T4 gene expression, infection, Escherichia 

coli 5203. 
"localization, secretion, cloning vectors, Escherichia coli 3371. , 

localization, zygotes, mother, cad gene gene expression, Drosophila 5173. 

malM gene, Escherichia coli 3124. ; 

man cachectin synthetic genes, infusion, effects on respiratory arrest, death, 
tats 6284. F 

mdr gene, comparison transport proteins bacteria, reviews, mammalian cells 3505. 

metJ gene, +cyanocobalamin effects on metF gene gene regulation, Escherichia coli 
3290 


monoclonal antibodies gene expression 2833. - bay ; 

Mos gene, Moloney sarcoma virus temperature-sensitive splicing, RNA, kidney cell 
lines, rats 2432. : oes 

mutants, activity, a1-antitrypsin genes active sites, site-directed 
mutagenesis, man 2785. ay od ; 

mutH gene, mutL gene, perp eae uvrD gene, characterization, DNA repair, 
Salmonella typhimurium 1432. : ieee . 

v-myb gene, avian myeloblastosis virus, avian erythroblastosis virus, comparison 
amino acid sequence, c-myb gene gene products, chickens 1918. — 

v-myb gene, c-myb gene, avian myeloblastosis virus, immunochemistiry, 
association, chromatin, nuclei, erythroblasts, myeloblasts, chickens 4076. 

N-myc gene, immunoprecipitation, man 4479. 

c-myc gene, role, DNA biosynthesis, man 5783. _ 

myosin alkali light chains genes mRNA, adults atrium, fetuses skeletal muscle, 
mice 921. 

nod gene Rhizobium, reviews, 

nodD1 gene, nodD2 gene, noc \ 

ntrC gene, DNA-binding protein, ntrA gene, sigma factor, 
biosynthesis initiation, Enterobacteriaceae, reviews 1712. _ 

ompR gene+envZ gene, interaction, effects on gene expression, 
gene, Escherichia coli 3288. 


, role nodulation, plants 2917. ae 
dulation Medicago sativa, Rhizobium meliloti 2714. 
gene regulation, RNA 


ompF gene, ompC 


hyde-phosphate dehydrogenase gene regulation, 
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Gene products, (continued) 
oncogenes, role development, reviews, mammalian cells 5306. 
pss gene. induction DNA biosynthesis, microinjection plasmids, DNA, 3T3 cells 


p21 Ha-ras gene mutation, transforming activity, association bound guanine 
release, Harvey sarcoma virus 3417. 

per gene, effects on circadian rhythms, Drosophila 6275. 

PET494 gene, activation mitochondria cytochrome c oxidase subunit III protein 
biosynthesis, nuclei, Saccharomyces cerevisiae 2105. 

PETS4 gene, PET494 gene, activation, protein biosynthesis, mRNA, cytochrome c 
oxidase mRNA, Saccharomyces cerevisiae 4142. 

phage S13 gene A, cis-acting proteins. reviews 1691. 

phosphorylation activity, dnaK gene, dnaJ gene, Escherichia coli 935. 

phytochrome genes, Avena sativa 3276. 

pol gene, murine leukemia virus, antisera, cross-reactivity, DNA polymerase 
(RNA-dependent), endonuclease, fusion proteins, Escherichia coli 4054. 

polymorphism, histocompatibility locus HLA DQ region genes, reviews 2908. 

pre-S(2) gene gene expression, hepatitis B virus 2820. 

predictions secondary structure, Balbiani rings genes, repeated sequence, 
Chironomus 730. 

ie kt cytoplasm tRNA genes, reviews, prokaryotes, eukaryotes 10. 

PX gene, T cell leukemia virus |, activation, gene expression, interleukin 2 
receptors genes, 5'-terminus, flanking region, lymphocytes T, adult T cell 
leukemia, man 3910. 

PX gene, T cell leukemia virus |, transcription activation, long terminal repeat, 
gene expression, interleukin 2 receptors genes, adult T cell leukemia, man 3913. 

raf gene, requirements, a-fetoprotein liver, mice 5755. 

Be ene role, membrane proteins phosphorylation, mitochondria, liver, rats 

pant aad dosage, effects on, SOS repair induction sulA gene, Escherichia coli 

pce re RecB gene, RecC gene, Chi-cos interaction, role, recombination, phage 
r bs 
recA gene Synechococcus, homology RecA protein Escherichia coli 6442. 
Br wi RecF gene, role, conjugation recombination pathway, Escherichia coli 
regulatory role, binding DNA control sequence, gene regiilation, computer 
simulations 918. 
rep gene, regulatory role, CAT gene gene expression, adeno-associated virus 2113. 
repE gene, binding, repE operator, DNA biosynthesis, F plasmid replication, 
Escherichia coli 4093. 
RNA2 gene, antisera, immunochemistry, role, RNA splicing, Saccharomyces 
cerevisiae 3654. 
RNA gene, role, MRNA splicing, Saccharomyces cerevisiae 3006. 
RNA, mapping, RNA biosynthesis, Epstein-Barr virus 1151. 
RNA polymerase II genes, fusion proteins, peptide mapping, Saccharomyces 
cerevisiae, Drosophila melanogaster 164. 
role, primosomes, rolling-circle DNA biosynthesis, ghane ®X174 4448. 
ROX1 gene, heme, gene regulation, ANB1 gene, Saccharomyces cerevisiae 3285. 
secretion, histocompatibility locus H-2 exons deletion, mice 5222. 
signals sequence mutation, biological activity, v-sis gene, monkeys 3365. 
c-sis gene PDGE-2 gene, gene expression, transfection, tumor cells, man 6415. 
v-sis gene, role, simian sarcoma virus transformed cells, fibroblasts, man 1490. 
sor gene, gene expression, cloning, T cell leukemia virus, cross-reactivity, 
serum, man 1612. 
c-sre gene Aves, overproduction, protein kinase activity, transfection, NIH 3T3 
cells 5208. 
v-src gene, C-terminus mutants, transforming activity 2215. 
structure, COX! gene mutation effects on, mitochondria, Sorghum 3105. 
C-terminus regions, requirements transforming activity+dimerization, v-sis gene, 
deletion mutant, simian sarcoma virus 1507. 
thioredoxin, overproduction, genes nucleotide sequence, phage T4 1346. 
trans activators proteins genes, role long terminal repeat gene expression, 
bovine leukemia virus 2697. 
transforming+lytic function domains, adenovirus 1488. 
a-tubulin genes, role, mitosis, meiosis 2106. 
uvrA gene, uvrB gene, uvrC gene, catalysis, DNA helicase, stimulation, DNA 
repair, Escherichia coli 4452. 
uvrC gene, binding, uvrC gene 1683. ' 
uvrD gene, DNA helicase, stimulation, DNA repair, catalysis, uvrA gene, uvrB 
gene, uvrC gene, Escherichia coli 4452. . 
VP1 gene gene fusion, deletion effects on, SV40, poliovirus 2727. 
Gene regulation, 
amino acids biosynthesis enzymes genes, repression GCN4 gene gene expression, 
Saccharomyces cerevisiae 2092. 

ampC gene, role ampR gene gene products, Enterobacter cloacae 5247. 

ANB1 gene, heme, ROX1 gene gene products, Saccharomyces cerevisiae 3285. 

androgens, gene expression, mammary tumor virus long terminal repeat, mammary 
gland tumor cell lines, mice 1502. oe : 

anti-sense, tet gene, BR322 plasmid, phages, Escherichia coli 1012. 

antigen t, antigen T, gene expression, promoters, polyoma virus 3921. 

arginine mediation, CAT gene+argininosuccinate synthetase promoters minigenes, 
cell lines, man 5211. 

AS gene, epithelium cell lines, man 5216. f , 

assays, growth hormone gene fusion, growth hormone secretion, transient gene 
expression systems, man 988. ; ; ‘ 

autoregulation, gene expression, adeno-associated virus, transfection, cell 
culture, man 1500. 

books, conferences 2300. 

BX-C gene, role ftz gene, Drosophila melanogaster 2713. , . 

catabolite repression, Saccharomyces cerevisiae, Enterobacteriaceae, reviews 
1707. 

cell cycle, histones gene expression, reviews 2306. 

cell cycle, transcripts, cde22 gene, Schizosaccharomyces pombe 4488. 

cell surface glycoproteins genes, cyclic AMP effects on fibroblasts, man 5795. 

chelatin promoters, phosphoglycerate kinase genes, man albumin genes, 
Saccharomyces cerevisiae 6294. ec 

chlorophyll a-binding protein genes, genomes, chloroplasts, Euglena gracilis 
4329. 


choline, gene expression, myo-inositol-1-phosphate synthase INO1 gene, 
Saccharomyces cerevisiae 2097. _ Siseidnpes 

citrate (si)-synthase, genetic engineering, Escherichia coli 993. i‘ 

cloning, B-lactamase ampC gene, Enterobacter cloacae, Citrobacter freundii 
3317. a 

cloning, gene expression, cellulase overproduction, Streptomyces lividans 4597. 

cloning, genes, plasmids, cloning vectors, Escherichia coli 1576. 
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cloning, spore crystals proteins genes, Bacillus thuringiensis 2206. 

cloning, use, SV40 transformed cells, monkeys 4016. ‘ : 

cloning vectors, gene fusion, actin genes, promoters, development, Dictyostelium 
discoideum 2102. — f 

colicin E1, genes, binding, cyclic AMP receptors complex, Escherichia coli 6280. 

complement component C4 isotypes genes duplication, reviews, mice 4720. 

computer simulations, gene products regulatory role, binding DNA control sequence 
918. 

control domains, TRP1 promoter, Saccharomyces cerevisiae 3282. 

CYC7 gene, oxygen, Saccharomyces cerevisiae 6297. 4 i 

cyclic AMP, M4-1 gene, gene expression, mutants, Dictyostelium discoideum 3286. 

cysteine proteinase 2 genes, role, cyclic AMP, DNA, nucleotide sequence, 
sulfhydryl proteinase, Dictyostelium discoideum 6253. 

cytochrome P450 genes, clofibrate induction, rats 4586. 

development, cytochrome b, cytochrome c oxidase, rRNA, mitochondria, Trypanosoma 
brucei 4489. ‘ 

dexamethasone, DNA sites tocalization, gene expression, «1-acid glycoprotein 
genes, rats 4515. gee 

dexamethasone, gene expression, long terminal repeat, murine leukemia virus 5738. 

dexamethasone, polyoma virus middle T antigen, fibroblasts, rats 1504. 

DNA binding sites, DNA-binding protein, characterization, Saccharomyces 
cerevisiae, lymphocytes, man 3481. : 

DNA inversion, site location, enhancers, phage P1, Escherichia coli 923. 

DNA supercoiling, gene expression, DNA topoisomerase | topA gene, Escherichia 
coli 6255. 

DNA supercoiling, reviews 1710, 

DNA-binding protein, gene expression, rRNA 5S genes, Xenopus 4474. F 

DNA-binding protein, oxygen, iso-1-cytochrome CYC1 gene, Saccharomyces cerevisiae 
2291. 

domains, cDNA, cloning, progesterone receptors 323. 

domains, promoters, Streptomyces lividans, detection, gene fusion, galk gene 
galactokinase, Escherichia coli 1495. 

early region gene products, binding sites specificity, DNA, papilloma virus 
(bovine) 4089. 

early region genes, Epstein-Barr virus 1521. 

early region genes, herpes simplex virus 1 2698. 

E1B gene adenovirus, role tumors antigens, cell lines, man 2094. 

ecdysone, cDNA, clones, sericin RNA, Bombyx mori 890. 

enhancers, glucocorticoids, gene expression, Moloney sarcoma virus 3640. 

enhancers role, reviews 4702. G 

enolase+glyceraldehyde-phosphate dehydrogenase genes, role GCR1 gene gene 
products, Saccharomyces cerevisiae 5728. 

Epstein-Barr virus, calcium intracellular levels, protein kinase C, 
lymphoblastoid cell lines 1453. 

ermC gene, plasmids, bacteria 4162. 

ermC gene, translation attenuation models, analysis, plasmid pE194, 
Staphylococcus aureus 5175. 

exotoxin A genes, iron effects on, Pseudomonas aeruginosa 4503. 

a-fetoprotein genes, requirements raf gene gene products, liver, mice 5755. 

flagella genes, Escherichia coli 3309. 

c-fos gene, role, protein kinase C, calcium, cyclic AMP, 3T3 cells 6278. 

c-fos gene, serum factors stimulation, transcription activation sequence 
requirements, man 1002. 

A gene, B gene, phage Mu 1279. 

Dobe encase a-actin genes, DNA fragments, skeletal muscle, chickens 
5136. 


gene expression, «-globulin, tissues specificity, rats 2712. 
gene expression, ampC gene, -lactamase, antibiotic resistance, clinical 
isolates, Enterobacter cloacae 3270. 
gene expression, c-myc gene, adenovirus (murine), transformed cells, mice 4512. 
gene expression, c-myc gene, Burkitt's lymphoma, man, 6271. 
Genie eXpressOn, c-myc gene, differentiation, Friend erythroleukemia cells, mice 


gene expression, cardiac actin genes, mice, man, muscles cell lines, mice 333. 
gene expression, cell surface, cyclic AMP receptors, Dictyostelium discoideum 
3278. 


Bere Creer collagen type III, +type | genes, comparison, fibroblasts, man 


gene expression, differentiation, Dictyostelium discoideum, reviews 1719. 

gene expression, dikaryons, monokaryons, Schizophyllum commune 916. 

gene expression, disease resistance, Colletotrichum lindemuthianum anthracnose, 
polysaccharides, suspension culture, Phaseolus vulgaris 3271. 

gene expression, early region gene products, herpes simplex virus 1796, 

gene expression, early ogon genes, nuclei proteins, cell lines, mammalian 
cells, polyoma virus 899. 

gene expression, Escherichia coli, reviews 1708. 

pape exptanelon flanking region, 5'-terminus, late region genes, vaccinia virus 


gene expression, heat shock proteins genes 345. 

gene expression, HO gene, HO promoter, repeated sequence, Saccharomyces 
cerevisiae 6269. 

gene expression, ILV5 gene, Saccharomyces cerevisiae 6000. 

Capbrhes Haare initiation factor 3 infC gene, protein biosynthesis, Escherichia 
coli 5 

gene expression, lactose galactose, Kluyveromyces lactis, activation, GAL4 gene, 
Saccharomyces cerevisiae 4487. 

gene expression, man B-globin genes, gene transfer, retrovirus, 
erythroleukemia cells, mice 3941. 

gene expression, mRNA, cylic AMP dependent protein kinase, regulatory subunits, 
Dictyostelium discoideum 920, 

gene expression, MRNA early region splicing, SV40 5446. 

gene expression, MRNA processing, bacteria, reviews 1714. 

gene expression, mutation, nif gene, gene fusion, lactose operons, 
Rhodopseudomonas capsulata 1491. 

gene expression, nuclei, mitochondria genotypes, Saccharomyces cerevisiae 3281. 

gene expression, phage T4 lysozyme genes, Escherichia coli 3928, 

gene expression, promoters, long terminal repeat, inhibition, methylation sites, 
intracisternal A-particles 3911. 

gene expression, promoters, toxins tox228 gene, Corynebacterium diphtheriae 6279. 

gene expression, protein cll, phage \, reviews 1709, 

gene expression, RNA biosynthesis, insertion mutants, SV40 2130. 

gene expression, RNA biosynthesis termination, prokaryotes, reviews 1713. 

gene expression, SpoC1 gene, gene families, Aspergillus nidulans 3283. 

gene expression, Streptomyces, reviews 1718. 

gene expression, T cell leukemia virus, reviews 2308, 
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gene expression, trans-acting proteins, frog virus 3, reviews 3510. ; 

gene expression, trp promoter, lacZ promoter, temperature effects on, Escheri 
coli 5163. 

gene families, discoidin, development, Dictyostelium discoideum 3284. 

gene 42, promoter P1, gene expression, B-glucosyltransferase Bgt gene, 
phage 14 3906. J eae 

gene 69, DNA biosynthesis, replication origin, phage T4 1409. 

genes, hormones, reviews 2310. . 

genes microinjection, reviews, mammalian cells 5901. : ; 

genetic markers, restriction endonuclease mapping, transposon Tn65 lac inserti 
development, genomes, Myxococcus xanthus 3418. 

globin, cell fusion, mice+man 974. 4 

glucocorticoids, gene expression, H-ras gene, V-ras gene, mice 1466. 

glucocorticoids, long terminal repeat, binding domains, RNA biosynthesis, mam 
tumor virus 1201. f 

glucocorticoids, nucleotide sequence requirements, promoters, gene expressio 
a-2u globulin, rats 4520. 

glucocorticoids, promoters, domains, nucleotide sequence, proviruses, mamme< 
tumor virus 1202. 

8-D-glucuronidase Gus gene, alleles, feral populations, Mus 6168. __ 

GS17 gene, RNA biosynthesis developmental stages regulation, fertilized eggs 
Xenopus 329. 

heat shock, DNA damage regulation genes, Drosophila melanogaster 4501. 

heat shock, gene expression, transposon copia, Drosophila 5171. 

heat shock proteins, ecdysones, hsp23 gene, Drosophila melanogaster 863. 

heat shock proteins genes, hsp70 gene 3'-terminus deletion mutant, Drosophil 
melanogaster 887. 
heat shock proteins YG100 genes, gehe expression, promoters, Saccharomy 
cerevisiae 6292. 

hisA gene, Methanococcus voltae 2740. 

homeosis genes, mutation, embryogenesis, Drosophila 864. 

homeosis Ubx gene, role gap hb gene, Drosophila 2711. 

hypotheses, bean golden mosaic virus 573. 

immunoglobulin D, lymphocytes B, neonates, mice 1457. 
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DNA, secretory proteins genes, gene expression, parotid gland, mice 5608. 

DNA, solid phase methods 5076. 

DNA termini, macronuclei, Tetrahymena 3169. 

DNA, termini promoters, peciate lyase genes, Erwinia carotovora 1277. 

DNA, thyroid-stimulating hormone B-subunit genes, amino acid sequence 
predictions, man 1893. 

DNA topoisomerase I! subunits gene 39, phage 14 1881. 

DNA, transposon Tn7 transposition, gene products identification 2637. 

DNA, transposons, evolution, mathematical models 733. 

DNA, varicella-zoster virus 1917. 

DNA, viruses, transformed cells, rats 1365. 

DNA, vision pigments apoproteins genes, man 3125. 

DNA, Vmw 65 gene, herpes simplex virus 1 3578. 

DNA, wheat dwarf virus 565. 

DNA, wild type, hepatitis A virus 2530. 5 

DNA-binding protein binding, transcription enhancers, polyoma virus 2290. 

cDNA, a-actinin genes, amino acid sequence predictions, chick embryos 5518. 

cDNA, B-casein genes, mammary gland, cattle, 8-casein 5596, 

cDNA, B-casein genes, mice 3114. 

cDNA, a-collagen type IX, chickens 160. 

cDNA, 6-crystallin eae exons, chickens 4240. ; 

cDNA, 3’:5-cyclic-GMP phosphodiesterase y-subunit, retina, cattle 5548. 

cDNA, 2':3'-cyclic-nucleotide 3'-phosphodiesterase genes, amino acid sequence 
predictions, brain, cattle 4349. , 

cDNA, 8-D-galactose binding lectins, chickens 659. 

cDNA, y-glutamyltransferase genes, rats 3120. 
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Nucleotide 


Subject Index 


uence, (continued) 

cDNA, a-hordothionin precursors genes, endosperm, Hordeum vulgare 3834. 

cDNA, B-interferon, man 3399. 

cDNA, a-tubulin genes, CHO cells 157. 

cDNA, a-tubulin genes, testes, chickens 3110. 

cDNA, B-tubulin isotypes, mice 5497. 

cDNA, c-abl gene, man 2961. 

cDNA, acetylcholine receptors genes, amino acid sequence predictions, heart, pigs 
5484. 


cDNA, a1-acid “peat genes, man 4279. 

cDNA, ADP+ATP carriers, genes, man 6134. 

cDNA, adenosinetriphosphatase 6-subunit genes, man 401. 

cDNA, adenosinetriphosphatase B-subunit, rats 1932, Se 

cDNA, adenosinetriphosphatase gene families, amino acid sequence predictions, man 
5490. 

cDNA, adenosinetriphosphatase subunits, HeLa cells 3708. 

cDNA, albumin components genes, seeds, Pisum 3132. 

cDNA, alcohol dehydrogenase subunits, liver, man 3149. 

cDNA, alleles, immunoglobulins ,.-chain, mice 3222. 

cDNA, alternative splicing, mRNA species, Epstein-Barr virus 1152. 

cDNA, amd gene, Drosophila 4418. 

cDNA, amino acid sequence, complement component C3, rabbits 1851. 

cDNA, amino acid sequence predictions, storage proteins genes, seeds, 
Bertholletia excelsa 4348. 

cDNA, analysis, codons pairs usage, prokaryotes 3194. 

cDNA, antigen S genes, amino acid see predictions, retina, cattle 5535. 

cDNA, a1-antitrypsin genes, genomes libraries, mice 770. 

cDNA, apolipoprotein B-100 genes, man 1259. 

cDNA, apolipoprotein B-100 genes, man 1260. 

cDNA, apolipoprotein B-100, man 3107. 

cDNA, reuee rich proteins, Plasmodium falciparum 3686. 

cDNA, ATP pyrophosphatase genes, plasma membranes, Neurospora crassa 6159. 

cDNA, batroxobin genes, gene products amino acid sequence, Bothrops atrox 4351. 

cDNA, bcl-2 gene, leukemia cell lines, man 5053. 

cDNA, ber gene, chronic myeloid leukemia, man 5683. 

cDNA, calcium-binding protein mRNA, amino acid sequence predictions 1894. 

cDNA, calmodulin pseudogenes, chickens 5609. 

cDNA, calpastatin, heart, pigs 3847. 

cDNA, capsid protein, inverted repeat, double-stranded RNA viruses, Saccharomyces 
cerevisiae isolates 3592. 

cDNA, capsid protein, vaccines strains, epidemiology, foot-and-mouth disease 
virus, Europe 5546. 

cDNA, carbonate dehydratase, mice 5489. 

cDNA, carboxypeptidase E genes, cattle 3219. 

cDNA, carcinoembryonic antigen genes, amino acid sequence predictions, man 6182. 

cDNA, cellular retinol-binding protein, man 559. 

cDNA, chlorophyll a/b-binding protein genes, ribulosebisphosphate carboxylase 
subunits genes, Silene pratensis 6110. 

cDNA, cholecalcin genes, rats. 5499. 

cDNA, cloning, ipoprotein A-ll, amyloid protein, senescence acceleration, 
mice 3848. 

cDNA, cloning, glutathione transferase subunits, liver, rats 4430. 

cDNA, cloning, glutelin-2, Zea mays 4246. 

cDNA, cloning, hydroxymethylbilane synthase, erythrocytes, man 783. 

cDNA, cloning, interleukin, BSF-2, man 1890. 

cDNA, cloning, malate dehydrogenase, mitochondria, rats 4426. 

cDNA, cloning, mRNA, actin, skeletal muscle, mice 2377. 

cDNA, cloning, neuropeptides, neurons, Aplysia 798. 

cDNA, cloning, peroxidase, ligninase, Phanerochaete chrysosporium 6107. 

cDNA, cloning, ribosomal protein L35a, rats 1257. 

cDNA, coagulogen, hemocytes, Tachypleus tridentatus 5507. 

Cy onousne genes, amino acid sequence predictions, Limulus polyphemus 


cDNA, coding nonstructural proteins, West Nile virus 601. 

cDNA, colony-stimulating factors, cell lines, man 6187. 

cDNA, colony-stimulating factors Primates, homology, interleukin 3 genes, man, 
mice 5056. 

cDNA, comparison, glyceraldehyde-phosphate dehydrogenase isoenzymes genes, 
nuclei, Nicotiana race 3850. ie 

cDNA, Copenon. homology, glycogen phosphorylase genes, muscles, rats, rabbits, 
man 133. 

cDNA, complement component C4-binding protein genes, man 4360. 

cDNA, complement component C4A, complement component C4B, man 6188. 

cDNA, creatine kinase, evolution, muscles, mice 1317. 

cDNA, creatine kinase genes, man 5589. 

cDNA, cyclin A, embryos, Mollusca 3401. 

cDNA, cystic fibrosis antigens, man 5498, 

cDNA, cytochrome P450 genes, clofibrate induction, rats 4586. 

cDNA, cytochrome P450 subfamilies genes, rabbits 1931. 

cDNA, DNA polymerase II genes, man 4278. 

cDNA, DPP-C gene, Drosophila 3852. 

cDNA, elongation factor 1B, Artemia salina 3839. 

cDNA, endothelium plasminogen activator inhibitors, man 2811. 

cDNA, epidermal growth factor receptors homologs genes, Drosophila 3081, 

cDNA, extensin, Daucus carota 661. 

cDNA, factor XII, factor Vil, man 5598. 

cDNA, ferredoxin | genes, Pisum 3130. 

cDNA, fibrinogen B-chain, Petromyzon 3102. 

cDNA, fibroblasts growth factors, man 1886. 

cDNA, fibroblasts growth factors, man 5826. 

cDNA, flanking region, colony-stimulating factors, leukocytes (granulocytic), 
macrophages, mice, man 2024. 

cDNA, c-fms gene, man 5534, 

cDNA, follicle-stimulating hormone B-subunit genes, cattle 1937. 

cDNA, gelsolin genes, plasma, man 5502. 

cDNA er panenorphierhs histocompatibility antigen HLA DP determinants, 
man i 

cDNA, genes, aldolase A, aldolase C, mice 3858. 

cDNA, genes, glycoproteins, surfaces, mouse hepatitis virus 5514. 

cDNA, genes, tropomyosin isoforms, fibroblasts, skeletal muscle, rats 4994. 

cDNA, glucocorticoids receptors genes, rats 4613. 

cDNA, glucocorticoids receptors, mice 2210. 

cDNA, glutamine synthetase genes, gene products, purification, characterization, 
Pisum sativum 5564. 

cDNA, glutamine synthetase genes, roots, Phaseolus vulgaris 190. 

cDNA, glutathione transferase subunits, liver, man 5628. 
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Nucleotide sequence, (continued) 

cDNA, glutelin precursors, Oryza sativa 4242. 5 

cDNA, glycogen phosphorylase, muscles, glycogenosis 5, man 5675. 

cDNA, glycogen phosphorylase, muscles, rabbits 5551. adh, 

cDNA, glycoprotein Illa amino acid sequence predictions, gene libraries, 
platelets, man 5496. Ss 

cDNA, glycoprotein PC-1 genes, amino acid sequence predictions, cell membrane 
plasma cells 6155. 

cDNA, Pe amgeenyie S locus, Brassica oleracea 5513. 

cDNA, heat shock proteins, chickens 3101. 

cDNA, heat shock proteins genes, Trypanosoma cruzi 3719. 

cDNA, hemagglutinins, temperature-sensitive mutant, fowl plague virus 3584. 

cDNA, hemocyanin subunits, Eurypelma californicum 3084. 

cDNA, hemoglobin genes, Parasponia andersonii 1891. ’ 

cDNA, hemoglobin Vill B variants genes, Chironomus thummi 146. 

cDNA, heterochromatin association nonhistone proteins, Drosophila melanogaste 
5008 


cDNA, histidine rich glycoproteins, man 560. 

cDNA, histocompatibility locus HLA DRB region, man 5058. 

cDNA, homeobox complex genes, Xenopus 1403. 

cDNA, homology, genes, Bll-globin, Bl-globin, larvae, Xenopus laevis 
3820. 


cDNA, homology, legumin, A-type, B-type, genes, Vicia faba minor 585. 

cDNA, homology, ligandin genes, amino acid sequence predictions, rats, man 55x 

cDNA, Hox2.1 gene, mice 5740. 

cDNA, hybridization analysis, gene 9, glycoproteins, rotavirus (porcine) 5378. 

cDNA, immunoglobulin E receptors genes, amino acid sequence predictions, 
Yep pe man 6149. 

cDNA, immunoglobulin G, mice 2834. 

cDNA, initiation factor 2 a-subunit, protein biosynthesis, man, rats 5553. 

cDNA, initiation factor 4A genes, HeLa cells, liver, mice 3575. 

cDNA, insulin like growth factors precursors, mice 1942. 

cDNA, insulin receptors like proteins, Drosophila, homology, man 6199. 

cDNA, insulin-like growth factor | precursors, liver, mice 3117. 

cDNA, insulin-like growth factor | receptors, man 1883. 

cDNA, inter-a-trypsin inhibitor domains, man 3099. 

cDNA, interleukin 1 mRNA, melanoma cell lines, man 5599. 

cDNA, interleukin 1 precursors, man, rabbits 3710. 

cDNA, interleukin 2 receptors, lymphocytes T, mice, comparison, man 3707. 

cDNA, kallikrein, kidney, man 168. 

cDNA, Keratin type |, mice 4237. 

cDNA, knob proteins, Plasmodium falciparum 6158. 

cDNA, lactate dehydrogenase isoenzyme X, mice 2977. 

cDNA, leader sequence, 5'-terminus, acetylcholinesterase Ace locus, Drosophila 
melanogaster 6200. 

cDNA, legumin B-polypeptides genes, comparison, chromosome 7, chromosome 
Pisum 3832. 

cDNA, leukocytes (granulocytic) colony-stimulating factors genes, mice 6146. 

cDNA, lipoprotein lipase, man 5582. 

cDNA, lymphocytes B growth factors, man 6407. 

cDNA, lymphocytes T antigens receptors y-chain genes, mice 3262. 

cDNA, lymphocytes T glycoproteins precursors, man 2636. 

cDNA, lymphocytes T receptors 8-chain variable region genes, man 3059. 

cDNA, lymphotoxin, man 5240. 

cDNA, L1a gene, L1b gene, comparison, ribosomal protein L1, Xenopus laevis 1 

cDNA, major histocompatibility complex class || EB2 gene, mice 2592. 

cDNA, mdr gene, mammalian cells 3714. 

cDNA, mdr1 gene, drug resistance cells, man 3116. 

cDNA, mdri gene, man 5634. 

cDNA, MLC2 gene, Drosophila melanogaster 5491. 

cDNA, mRNA, a-globin, Xenopus laevis 4156. 

cDNA, mRNA, glyceraldehyde-phosphate dehydr 

cDNA, mRNA, immunoglobulins, light chains, \ 
lines, man 3610. 

cDNA, mRNA, nucleocapsids, capsid protein, parainfluenza virus 3 5375. 

cDNA, mutation, preproglucagon genes, guinea-pigs 1934. 

cDNA, c-myb gene, chickens 1918. 

cDNA, myosin ey chains, skeletal muscle, man 4274. 

cDNA, NAD(P)H dehydrogenase (quinone), liver, rats 4270. : 

Sy neurofilaments proteins genes, amino acid sequence predictions, brain, r 

cDNA, neutral proteinase subunits, man 3840. 

cDNA, nicotinic acetylcholine receptors subunits, mice 4255. 

cDNA, nucleoplasmin genes, oocytes, Xenopus 5682. 

cDNA, pancreas elastase 1 genes, pigs 5556. 

CDNA, parainfluenza virus 3 77. 

cDNA, pathogencity, potato spindle tuber viroid 575. 

cDNA, Eee genes 3'-terminus, thyroid, pigs 6120. 

cDNA, PGP 9.5 protein cloning, neurons, neuroendocrine system, man 6191. 

cDNA, phaseolin genes, storage proteins gene families, Phaseolus vulgaris 556 

cDNA, phenobarbital induction a2)1-globulin MRNA, liver, rats 1614. 

cDNA Philadelphia chromosome breakpoint, chimeras, chronic myeloid leukemia 
lines, man 213. 

cDNA, phorbol+ phytohemagglutinin induction mRNA levels, lymphocytes, 

cDNA, 6-phosphofructokinase genes, muscles, man 1933. 

cDNA, phytochromes, etiolation, Avena 4234. 

cDNA, plasminogen activator genes, man 6384. 

cDNA, platelet-derived growth factor A-chain, man 1231. 

cDNA, potato spindle tuber viroid replication 1316. 

cDNA, pre pro von Willebrand factor, man 4973. 

cDNA, preproinsulin genes, Oncorhynchus keta 3079. 

cDNA, preprotoxin genes, killer cells, Saccharomyces cerevisiae 5068. 

cDNA, preuteroglobin genes, Lepus capensis 4280. 

cDNA, protein A genes, coat protein genes, RNA polymerase genes, phage fr 3 

cDNA, protein C inhibitor, liver, man 4261. 

cDNA, protein Gi subunits, cell lines, man 3851. 

cDNA, protein kinase C, brain, rats 6193. 

cDNA, protein kinase C genes, splicing heterogeneity, brain, rats 6192. 

cDNA, protein SMP-2, androgens repression, liver, rats 3857. 

cDNA, proteins antigens, sporozoites, Plasmodium berghei 1989. 

cDNA, pyruvate kinase, liver, man 5517. 

cDNA, P3-450 gene, man 592. 


jenase, gene expression, rats 41 
in, Burkitt's lymphoma cell 


man 13 


cDNA, P2-450, mice 593. 

cDNA, RB gene, retinoblastoma, man 5567. 

cDNA, repeated sequence, RNA, polyadenylation, liver, man 4272. 
cDNA, rhizopuspepsin isoenzyme pl5, Rhizopus chinensis 5493. 


ici ee 

ri in arnino aci uence, membranes topology, endop!: i i 
ie ee seq ology, loplasmic reticulum, 
CDNA, ribosomal proteins genes, Artemia 3127. 

cDNA, RNA, avian infectious bronchitis virus 3580. 

cDNA, sarcotoxin IA genes, Sarcophaga peregrina 3140. 

cDNA, c-sis gene 3'-terminus, endothelium cells, man 1234. 

cDNA, small histidine-alanine rich proteins, genes, Plasmodium falciparum 4382. 
cDNA, spike proteins precursors S, bovine rhinotracheitis virus 5388. 
cDNA, sporamin, roots, Ipomoea batatas 3109. 

cDNA, c-sre gene, Drosophila 169. 

cDNA, src seep gene expression, RNA, Xenopus laevis 3611. 

cDNA, src-like gene sik gene, man 3111. 

cDNA, storage protein genes, seeds, Gossypium hirsutum 2555. 

cDNA, structural proteins, attenuation, Venezuelan equine encephalitis virus 


cDNA, superoxide dismutase, man 4025. 

ee C-terminus NC1 domain, a2 chain, collagen type |V, mammalian cells 
cDNA, testosterone 7a-hydroxylase genes, microsomes, liver, rats 5587. 
cDNA, thrombospondin, oe ° 

cDNA, triacylglycerol lipase, tongue, rats 4256. 

cDNA, ate isomerase genes, Zea mays 5662. 

CDNA, tropomyosin genes, Drosophila melanogaster 675. 

hy trypsin inhibitor, a-amylase inhibitor, gene families, Hordeum vulgare 


cDNA, tryptophan 5-monooxygenase, pineal body, rats 3732. 
cDNA, tumors proteins, pac sg is 219. 
CDNA, ubiquitin genes, gene regulation, Dictyostelium discoideum 6050. 
cDNA, uncoupling protein, mitochondria, adipose tissue (brown), rats 4264. 
cDNA, uroporphyrinogen decarboxylase genes, porphyria patients, man 3145. 
cDNA, use, complement component Cir, man 588. 
cDNA, vasopressin, oxytocin, precursors, Mammalia 694. 
cDNA, vimentin genes, man 4992. 
EONA: cyon gone, embeye throblasts, 
c-yes gene, roblasis, man 3143. 
cDNA, S-100 protein a-subunit MRNA, brain, cattle 581. 


dnaZ , dnaX gene, open reading frame, Escherichia coli 2604. 
nat gore: Escherichia coli 667. 7” 


——. spores. glucocorticoids, gene regulation, proviruses, mammary tumor 
virus 
dopa decarbo: genes, Drosophila 3082. 

double-stranded RNA, cDNA, translation coupling, phage ®6 572. 
double-stranded RNA, mRNA, 5'-terminus, phage 6 1160. 

double-stranded RNA, mutation, neurovirulence attenuation, reovirus 3 1161. 
double-stranded RNA, open reading frames, infectious pancreatic necrosis virus 


Gore "3 cele polyadenylation sites, early region genes, SV40, adenovirus 

juman : 

dpnii gene, endodeoxyribonuclease Dpn!, Streptococcus pneumoniae 3180. 

ORB gene exons, histocompatibility locus HLA DR region, man 3060. 

E5 gene, oncogenes, papilloma virus (bovine) 3727. 

early region genes, SS herpes simplex virus 1 5524. 

early region, open reading , cloning, gene expression, papitloma virus 
(human) 18 2588. 

effects on DNA rotation, nucleosomes cores interaction DNA, chickens 5882. 

effects on mutation, a-interferon gene families, man 4940. 

elongation factor 1a genes, Artemia 750. 

elongation factors, chloroplasts, Scenedesmus obliquus 1240. 

endodeoxyribonuclease BsuRI genes, cloning, Bacillus subtilis 6139. 

endothelial cell growth factor genes, man 1870. i 

enhancers deletion, immunoglobulins heavy chains genes, plasmacytoma, mice 1242. 

enhancers, effects on gene expression, transcription specifity, lysozyme genes, 
chickens 4518. : 

enhancers, immunoglobulins heavy chains genes, inhibition cell-free system 
transcription, mice 2973. ; ? 

env , host range specificity, avian leukosis virus, avian sarcoma virus 3746. 

enve genes, long terminal repeat, Kept 2 feline leukemia virus 1400. 

erbB gene, comparison, strains, avian erythrobiastosis virus 3198. 

ermF gene, transcription, Bacteroides fragilis 2556. 

erythropoietin genes, mice 215. 

erythropoietin, mice 144. * : 

Escherichia coli, btuCED locus, role, het transport, cytoplasmic 
membranes, homology, periplasmic-binding proteins 241. 

Escherichia coli plasmids genes, complementation, nitrogen regulatory mutants, 
Rhodobacter capsulatus 3392. : 

Escherichia coli, porphobilinogen deaminase loci, hemC locus 3201. 

evolution 1261. ; 

exo-cellobiohydrolase genes, Trichoderma reesei 4345. 

exodeoxyri lease | genes, Escherichia coli 4356. 

exons, 3'-terminus, N-myc gene, neuroblastoma cells, man 4244. 

exons, ribosomal proteins rps12 gene, chloroplasts, Marchantia polymorpha 716. 

exonuclease genes, regions, genomes, herpes simplex virus 1 3766. 

c-fes/fps gene, man 781. , 

ferredoxin genes, Anabaena variabilis 2492. 

ferredoxin Anacystis nidulans 2491. 

~ ferredoxin I genes, Anacystis nidulans 2496. 

a 4 gene exons, splicing sites localization, man 740. wil ‘ 

fhuE gene, homology membrane proteins, outer membranes, Escherichia coli 6150. 

fixX , fixC gene, fixB gene, fixA gene, Rhizobium meliloti 5073. < 

flanki ragion, 5'-terminus, 3’-terminus, galactokinase galk gene, Escherichia 
coli Z . 5 . r 

flanking region, aspartate ammonia-lyase aspA gene, cloning, Escherichia coli 
3761. i 

flanking region, cell surface glycoproteins genes, gene conversion, Trypanosoma 
brucei 6077, 


flankii ion, ated sequence, open reading frames, rRNA genes, 
chiorplaets, Chiamydoniones reinhardtii 3845. , y 
flanking regions, tRNA Leu genes, tRNA Met genes, rRNA genes, mitochondria, 
Tetrah a pyriformis . 
formaldehyde transketolase DAS gene, cloning, Hansenula polymorpha 6104. 
fructose-bisphosphate aldolase, genes, rats 714. ‘ Y 
Fujinami sarcoma virus v-fps gene, homology, c-fps gene, tyrosine kinase, cDNA, 
laine gers on Escherichia coli 1839. 
ne, ene, richia coli ; ie 
encton, coretaion: rRNA 23S, genes, Methanococcus vannielii 4157. 
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Nucleotide sequence, (continued) 


gag gene, pol gene, equine infectious anemia virus, comparison, visna virus, T 
cell leukemia virus II 3593. 

galT gene, galE gene, Escherichia coli 3136. 

= gene, phage Mu 791. 
BP-130 gene, cloning, Plasmodium falciparum 696, 

GCR1 gene, Saccharomyces cerevisiae 2178. 

GCRi1 gene, Saccharomyces cerevisiae 5728. 

GenBank data, codons use, analysis 2647. 

F gene, cDNA, fusion glycoproteins, parainfluenza virus 3 3742. 

gene CYC3, cytochrome c heme lyase, Saccharomyces cerevisiae 6057. 

gene ddl, gene ftsQ, RNA biosynthesis, organization, envelopes, growth, cell 
division, Escherichia coli 240. 

gene expression, imm gene, ColE2-P9, Escherichia coli 4266. 
gene, F factor 5890. 

gene FAS1, mutation, complementation, fatty-acid synthase, Saccharomyces 
cerevisiae 6065. 

«47 gene, herpes simplex virus 1 1978. 

gene libraries, antigenic determinants, screening, immune serum, Plasmodium 
falciparum 6105. 

gene libraries, mitochondria like DNA, man 3828. 

gene mapping, chloroplasts DNA, Vicia faba 735. 

gene mapping, DNA polymerase genes, cytomegalovirus 2521. 

gone mapping, peer reading frames fragments, vaccinia virus 1357. 
gene, phage Mu 1290. 

F gene, phage Nf, Bacillus 793. 

gene regulation, hypotheses, bean golden mosaic virus 573. 

CARES gene 15, open reading frames, phage ©29, Bacillus subtilis hosts 

gene 45.1, gene 45.2, cloning, phage T4 5536. 

genes, amino acid sequence predictions, computer applications 3699. 

genes, asd gene, aspartate-semialdehyde dehydrogenase, Streptococcus mutans 6071. 

genes, CheW protein, chemotaxis, nucleic acids binding sites, Salmonella 
typhimurium, Escherichia coli 3077. 

see ys as ed i) factors, macrophages, leukocytes (granulocytic), mice 


genes, fusion SCO) Newcastle disease virus 5391. 
genes, gene II, cauliflower mosaic virus 599. 
genes, ginA gene, glutamine synthetase, Azospirillum brasilense 6066. 
genes, halorhodopsin, gene products amino acid sequence, bacteriorhodopsin 
halorhodopsin 5560. 
genes, hemagglutinins, influenza A virus 4346. 
genes, hemagglutinins, neuraminidase, Newcastle disease virus 2593. 
genes, histone H3, histone H4, Strongylocentrotus purpuratus 5630. 
genes, hormones, reviews 2310. 
genes, immunoglobulins y-chain, heavy chains, constant region, man 3684. 
genes localization, chromosome 14, lymphocytes T, mice 729. 
genes long terminal repeat, avian sarcoma virus 1354. 
genes, membrane proteins, gene products amino acid sequence, West Nile virus 596. 
age pi proteins, protein biosynthesis, amino acid sequence, reviews 
genes, poly(A)-containing RNA binding proteins, ribonucleoproteins, Saccharomyces 
cerevisiae 1056. 
genes, protein HC, cDNA, man 595. 
coeeunae 9S, rRNA 12S, mitochondria, Crithidia fasciculata, Trypanosoma brucei 
genes, thermostable hemolysins, comparison, thermolabile hemolysins, Vibrio 
parahaemolyticus 4289. 
genes, transcription initiation sites, gycopicteins processing, Epstein-Barr 
virus, herpes simplex virus 1 1997. 
genetic variance, CDNA, citrus exocortis viroid, correlation, pathogenicity, 
infection, Lycopersicon esculentum 3603, 
genomes, bases substitution, attenuation, tobacco mosaic virus 3730. 
genomes, bean golden mosaic virus 3604. 
genomes, biological properties, papilloma virus, reviews 1379. 
genomes, parvovirus (bovine) 2009. 
genomes, repeated sequence, comparison, musical scores 2571. 
genomes, retrovirus, mammary tumor virus RNA homology 568. 
genomes, transposon 412, Drosophila 5516. 
genomes variants, T cell leukemia virus | 1153. 
pera locus, re germination operons, Bacillus subtilis 1860. 
la protein cDNA clones, rats, mice 143. 
gliadin genes, Triticum aestivum 5485. 
globin, comparison, Xenopus laevis, Xenopus tropicalis, Xenopus borealis 5574. 
globin 61 gene, hybridization analysis, Pongo pygmaeus 728. 
globulins storage protein genes, comparison, angiosperms 3123. 
glucocorticoids receptors interaction DNA, mammary tumor virus 3691. 
B-D-glucosidase genes, Candida pelliculosa 6069. 
8-D-glucuronidase Gus gene, alleles, feral populations, Mus 6168. 
y-glutamylcysteine synthetase gshl gene, Escherichia coli 3808. 
glutelin high molecular weight subunits genes, Triticum 3824. 
glutenin high molecular weight subunits genes, Triticum aestivum 4269. 
glycolysis enzymes genes, codons use, evolution, Trypanosoma brucei 4304. 
saint B genes, cytomegalovirus (human), cloning, gene expression, vaccinia 
virus : 
glycoprotein gH genes, herpes simplex virus 1, homology, genomes, 
varicella-zoster virus, Epstein-Barr virus 3750. 
glycoprotein H, herpes simplex virus 1 656. 
glycoproteins genes, cloning, herpes simplex virus 2 5531, 
lycoproteins, RNA biosynthesis, Pichinde virus, conferences 3218. 
eas gene, organization, genomes DNA, man 221. ; 
growth factors genes, comparison, epidermal growth factor, transforming growth 
factor, Shope fibroma virus 3793. 
rowth hormone cDNA, Salmo gairdneri 4014. 
gsr | gene cDNA, Zea mays 3096. 
Bgt Ye! phage 14 4578. 
gene, Calothrix 4386. 
ag ene, Escherichia coli 3134. 
HAI anh Saccharomyces cerevisiae 5733. 
haptoglebin genes, cattle 3818. 
hCS-5 gene, hCS-2 gene alleles, man 5690. 
heat shock genes, gene mapping, Glycine max 162. ; 
heat shock genes, variable surface glycoprotein promoters, Trypanosoma brucei 
2621. 
hemagglutinins genes, cloning, swine influenza virus 1328. 
hemagglutinins genes, evolution, clinical isolates, influenza A virus 2519. 
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hemagglutinins, genes, influenza A virus 3733. ; : 

herpes simplex virus 2, retention, transfection, mammalian cells transformation 
1306. ' 

hexons Hah! adenovirus aay 686. i , 

high mobility group proteins mRNA, cDNA, cloning, Salmonidae 5981. 

himA gene, Escherichia coli 1402. 

hisT gene, his operon, Escherichia coli 4250. 

histidine rich proteins genes, 3’-terminus, Plasmodium lophurae 1903. , 

histocompatibility antigen H-2 promoters, interferon response enhancement, mice 
722. 

histocompatibility locus HLA, bare lymphocyte syndrome, man 3685. 

histocompatibility locus HLA D region genes, reviews, man 4717. 

histocompatibility locus HLA DP81 region, exons, introns, 5'-terminus, man 
3823. 

histocompatibility locus HLA, DR region, pseudogenes, man 147. 

histocompatibility locus HLA genes, HLA-SB(DP)a gene, man 5043. 

histone H1 y-su genes, embryos, Strongylocentrotus purpuratus 3280. 

histone H1 genes, comparison, Strongylocentrotus purpuratus, Lytechinus pictus 
4251. 

histone H2B-2 genes, testes, Lytechinus pictus 3086. 

histone H3 genes, histone H4 genes, Arabidopsis thaliana 3135. 

histone H4 genes, Zea mays 718. 

histones genes, 3'-terminus, flanking region, Triticum aestivum 2557. 

histones genes, computer applications 3155. 

HLA-Aw69 gene, HLA-Aw68 gene, major histocompatibility complex class | genes, man 
3223. 

HO gene, mating types, Saccharomyces cerevisiae 2493. 

homologous DNA, enhancers, nuclear polyhedrosis virus, Autographa californica 
isolates 1336. : 

homology, Ddc gene, amd gene, Drosophila 4423. 

homology, DNA RNA, computer programs, algorithms 6148. 

homology, gene families, late chorion loci, Bombyx mori 268. 

homology, genes pairs, late chorion loci, Bombyx mori 264. 

homology, genomes DNA chickens, v-ets gene, retrovirus (avian) 5549. 

homology, group-specific component genes domains, man 3815. 

homology, hybridization analysishnRNA, maternal inheritance RNA, comparison, 
adults, embryos, Echinodermata 70. 

homology, int-1 gene, mice, man 782. 

homology, nif gene Rhizobium meliloti, nifQ gene, nifB gene, Klebsiella 

pela agime 5072. ie 
mology, oncogenes, retrovirus, reviews 5 

tomolonn ‘oteins use predictions, mRNA 1753. 
mology, 
coli manA gene 1905. 

Heli tetrovirus, transposon 17.6+transposon gypsy Drosophila melanogaster 
1 


homology ee gene Escherichia coli, DNA, chloroplasts, Nicotiana tabacum 6163. 

homology, S locus alleles, self-incompatibility, reviews, Brassica 1107. 

Hor-2 gene, Hordeum vulgare 3137. 

hybridization analysis, cDNA, villin 5511. 

i cet analysis, locus 67B, heat shock proteins, Drosophila melanogaster 

hybridization analysis, ame cherry leaf roll virus, geographical 
variations, USA, Europe 5. 

hygromycin B phosphotransferase hyg gene, Streptomyces hygroscopicus 3214. 

hypoxanthine phosphoribosyltransferase genes, man 200. 

identification A-raf gene, cDNA libraries, spleen, mice 1011. 

identification, crossing-over sites, DNA inversion, phage P1 1966. 

ILV5 gene, Saccharomyces cerevisiae 6000. 

immunity repressors genes, phage ©105 3734. 

immunoglobulin A genes, evolution, BALB/c mouse, Mus pahari 6172. 

immu: lin E binding factors genes rats, homology, hamsters intracistemal 
A-particles 577. 

immunoglobulins x-chain constant region genes, deficient mutant, man 3057. 

immunoglobulins light chains genes, cloning, man 1263. 

immunoglobulins, variable region heavy chains+light chains genes, anti idiotypes 
cell lines, mice 774. 

immunoglobulins variable region \1-chain genés, mice 2583. 

immunoglobulins y1-chain heavy chains genes, man 3388. 

initiation tRNA Met, elongation tRNA Met, mitochondria, Vicia faba 5336. 

initiation tRNA resent tla! homology copia, Drosophila 3087. 

insertion+deletion mutation, transposon P, RNA polymerase I subunits genes, 

__ Drosophila melanogaster 4402. 

insertion, gene families, antigen (leukemia-associated), chronic lymphatic 
leukemia, man 3226. 

insertion sequences, plasmid pTiT37, Agrobacterium tumefaciens 669. 

insertion sequences, tox gene phage y, chromosomes Corynebacterium 
diphtheriae 3729. 

insulin genes, characterization, evolutionary genetics, Oncorhynchus keta 590. 

C-int-2 gene, chromosome 7, mammary tumor virus activation, mice 1312. 

interferon, CDNA, 2'-5'-oligo(A) synthetase genes, cell, man 703. 

a-interferon genes, exons, introns, man 3224. oN 

interferon type | genes, horses 3061. S 

interleukin 2 genes, cloning, man, mice 1852. 

interleukin 2 receptors genes, man 5051. 

internal transcribed spacer, rRNA genes, Neurospora crassa 2584. 

intracisternal 188 te genomes, insertion, interleukin 3 genes, leukemia cell 
lines, mice 3740. 

introns, exons, major histocompatibility complex class | molecules gene: 
populations, Mus musculus domesticus, Mus pahari 6178. 

introns, legumin LeB4 gene, Vicia faba 5664. 

introns, proteins coding regions, en gene, Drosophila virilis, Drosophila ‘ 
melanogaster 6198. 

introns, ribonucleotide reductase nrdB gene, phage T4 1356. 

introns, rRNA 23S genes, chloroplasts, Chlorella ellipsoidea 4331. 

introns splicing, mRNA, Drosophila 5066. 

inversion DNA, comparison, bcs Mu, phage P1, phage P7, phage D108 1284. 

inverted repeat, chloroplasts DNA, Chlamydomonas reinhardtii 2646. 

inverted repeat, closed circular DNA, mitochondria, Trypanosoma 3146. 

inverted repeat, open reading frames, insertion sequence 3 4259. 

saith repeat, open reading frames, plasmid pSB3, Zygosaccharomyces bisporus 

inverted repeat, termini, insertion sequence IS91 4236. 

involucrin genes, man 1381. 

isolation cytokeratin A cDNA clones, cDNA libraries; epithelium, cattle 3108. 


feral 


idomonas aeruginosa mannosephosphate isomerase pmi gene, Escherichia | 


isoleucine-valine operon, acetohydroxy acid synthase isoenzymes genes, 
Escherichia coli 6140. . 

3-isopropylmalate dehydrogenase LEU2 gene, open reading frames, Yarrowia 
lipolytica 5003. 

junctions, lac operon, phage \ 3781. f 

junctions, v-src Cig cloning, avian sarcoma virus 705. 

kallikrein like mRNA, submaxillary gland, rats 68. 

c-Ki-ras gene activation, 1,8-dinitropyrene induction fibrosarcoma, rats 5610. 

killer factor, double-stranded RNA viruses, Saccharomyces cerevisiae 5381. 

KIN28 gene, Saccharomyces cerevisiae 2624. 

kinetoplasts, DNA, characterization, Crithidia fasciculata 6179. 

Kpni family repeated sequence, man 3860. 

LAC9 gene, Kluyveromyces lactis 4285. 

LACS gene, role gene expression, Kluyveromyces lactis 2503. 

lacl gene Ea47 locus junctions, phage \ 1399. 

@-lactamase blaZ pene Staphylococcus aureus 5699. 

B-lactamase III blaZ gene, cloning, Bacillus cereus 3139. 

lactate dehydrogenase A genes regulatory regions, mice 5033. 

lactate dehydrogenase genes, Plasmodium falciparum 2497. 

-lactoglobulin MRNA, levels, mammary gland differentiation, pigs 5605. 

late region DNA, phage PZA, Bacillus subtilis 4367. 

late region gene 7, phage ©29 1320. 

late region transcription regulation regions, adenovirus (human) 5 1314. 

LEU2 gene promoters, Yarrowia lipolytica 6387. 

leukocytes (neutrophilic) elastase + cathepsin G inhibitors genes, man 5055. 

linA gene, lincosamide antibiotics antibiotic resistance, Staphylococcus 
haemolyticus 1904. 

localization, insertion sequences, rRNA 28S genes, Bombyx mori 709. 

loci, immunoglobulins joining region, constant region, heavy chains, hamsters, 
mice 3829. 

long terminal repeat, bovine leukemia virus 1330. . 

long terminal repeat, repeated sequence, transposon E.Tn, mice 3736. 

long terminal repeat, RNA, Rauscher leukemia virus 5390. 

D-loop regions DNA, cytochrome c oxidase subunits genes, mitochondria, tissue: 
man 5642. 

LTp-A gene, pathogens determinants genes, Escherichia coli 4357. 

lymphocytes T antigens receptors variable region B-chain gene families, man 
5049. 

lymphocytes T receptors B-chain variable region genes clusters, rabbits 6189. 

lyn gene, man 3827. 

og etd integration sites, chromosomes, phage HP1c1, Haemophilus influenzae 
4927. 


zyme genes, phage SF6, Bacillus subtilis 5508. 
M1 killer toxin CDNA, Saccharomyces cerevisiae 2374. 
malM gene, Escherichia coli 3124. 
malT gene, Escherichia coli 1930. 
pie gene, malP gene, malQ gene, comparison, Klebsiella pneumoniae, Escheric 
coli 3186. 
man c-myc gene promoters, microinjection, oocytes, Xenopus laevis 4610. 
mapping, DNA repeated sequence, Drosophila virilis 4427. 
mapping, function, enhancers, SV40 2181. 
mapping, translocations, chromosome 9, chromosome 22, Philadelphia chromosor 
chronic myeloid leukemia, man 2529. 
Maxam-Gilbert methodology, role methylation, vitellogenin Il genes, chickens 244 
measles virus hemagglutinins genes, cloning 5396. 
MEL1 gene, Saccharomyces cerevisiae 3725. 
membrane proteins faeD gene, Escherichia coli 6162. 
membrane proteins genes infectious bursitis virus 3738. 
membrane proteins genes, reviews 2510. 
membrane proteins membrane proteins, comparison, mouse hepatitis virus A59, 
hepatitis virus JHM 597. 
methanol oxidase genes, cloning, Hansenula polymorpha 6100. 
mesons DNA containing methyladenine, sodium hydroxide cleavage reacti 
: | 
3-methyladenine DNA glycosylase | tag gene, Escherichia coli 4288. 
mitochondria autonomously replicating sequence, Cephalosporium acremonium 1 
mitochondria DNA, gene mapping, genetic code, Drosophila yakuba 4338. 
mitochondria, inverted repeats, Zea mays 771. 
mitochondria, origin DNA biosynthesis, Saccharomyces cerevisiae 2617. 
mitochondria URF 5 gene, homology mammalian cells, Chlamydomonas reinhai 
MOMP gene, Chlamydia trachomatis 4391. 
monoclonal antibodies, hemagglutinin-neuraminidase glycoprotein, antigenic 
determinants, parainfluenza virus 3, man, cattle 1884, 
murine leukemia virus proviruses genomes chromosomes, mice 4993. 
mutagenesis, molecular mechanisms, reviews 1732. 
— genes, papovavirus, host range, lymphocytes T, lymphoblastoid cell lin 
nie DRB gene exons, major histocompatibility complex DR region, man 
mutation, per gene, Drosophila 6275. 
MWP gene 3'-terminus, OWP gene, Bacillus brevis 1272. 
Mx gene cDNA, mice 986. 
¢-myb gene, homology, v-myb gene, avian myeloblastosis virus, mice 3790. 
c-myc gene, cloning, transfection, man 1602. 
N-myc gene, DNA sequencing methodology, man 2562. 
c-myc gene exons, man 4974. 
c-myc gene, gene amplification, colon COLO 320 cell lines, man 761. 
ome ne, lymphocytes B leukemia, man 3067. 
NA\ on transhydrogenase genes, ica gene, pntB gene, Escherichia coli 
NADH dehydrogenase genes, mitochondria, Cephalosporium acremonium 190 
Nes, nitrogen fixation, Klebsiella pneumoniae, reviews 677. 
nifD gene, nifH gene, Thiobacillus ferrooxidans 3133. 
nodD1 gene, nodD2 gene, Rhizobium meliloti 2714. 
nonstructural proteins genes, evolution, influenza A virus 1364. 
ntrA gene, Klebsiella pneumoniae 4366. 
ntrB gene, ginA gene ntrBC gene intergenic regions, Klebsiella pneumoniae 37) 
ntrB gene, ntrC gene, cloning, Bradyrhizobium 6096. 
ntrC gene, nifA gene, nif gene, regulatory genes, Rhizobium meliloti, Klebsiell 
pneumoniae 6124. 
nucleocapsids genes, interference resistant mutant, coevolution, 
defective-interfering particles, vesicular stomatitis virus 5385. 
nucleotides substitution, quantitation bias, pairs, transitions 684. 
3"(9)-O-nucleotidyltransferase genes, transposon Tn7 6141. 
olfactory epithelium, Bowman's glands, cDNA, comparison, retinol-binding prot 
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ucleotide sequence, (continued) 

‘ole, olfaction, Rana pipiens 3078. 
olit pene, adenosinetriphosphatase, mitochondria, Saccharomyces cerevisiae 1954 
OMPR gene point mutation, Salmonella typhimurium 3260. 
Opacity genes, Neisseria gonorrhoeae 3175. 
pen oem frame, genes, T cell leukemia virus |, T cell leukemia virus II 
pres resting frames, cDNA, cloning, phosphoenolpyruvate carboxylase, Zea mays 
Open reading frames, CDNA, double-stranded RNA segments, bluetongue virus 5395. 
ren Bese frames, cDNA, nonstructural proteins genes, Semliki Forest virus 


open reading frames, DNA biosynthesis origin regions, Bacillus subtilis 3806. 

open reading frames, dnass gene, Bacillus subtilis 3802. 

open reading frames, gene families, chlorophyll a/b-binding protein Cab gene, 
Petunia 4248. 

Open teading frames, ponomes. cDNA, rhinovirus (human) 2 3794. 

open reading frames, late region genes, genomes, vaccinia virus 3745. 

Open reading frames, MRNA, protein P, protein C, parainfluenza virus 3 5379. 

open reading frames, — pKD1, Kluyveromyces drosophilarum 6106. 

open reading frames, RNA, carnation mottle virus 5387. 

Open reading frames, RPC40 gene, RNA polymerase |, RNA polymerase III, subunits, 

romyces cerevisiae 5011. 

open reading frames, trans-zeatin secretion tzs gene, cloning, Ti plasmid, 
Agrobacterium tumefaciens 4260. 

Open reading frames transcripts, coding, RNA maturase, mitochondria, 
seer erat ee cerevisiae 4160. 

Open reading es, transposon 297, Drosophila, gene mapping, homology, ga 
gene, pol gene, env gene, Moloney leukemia virus 2480. a ao 

open reading frames, trp operon, Brevibacterium lactofermentum 3726. 

Open reading frames, Ty transposon, Saccharomyces cerevisiae 3859. 

opsin genes, photoreceptors cells, Drosophila melanogaster 5062. 

Opsins genes, photoreceptors cells, Drosophila melanogaster 691. 

Organization, factor IX genes, DNA libraries, genomes, man 135. 

organization, L1Md element repeated sequence, BALB/c cells 186. 

Sp replication, reviews, bacteria 13. 

, 5'-terminus, flanking region, comparison, fibroin genes, Bombyx mori 


pl MY gene, cloning, nuclear polyhedrosis virus, Orygia pseudotsugata isolates 


p53 gene, deletion mutant, Friend leukemia virus infected, erythroleukemia cell 
lines, mice 6285. 

pent gene, Bacillus licheniformis 3173. 

penicillin G acylase pac gene, open reading frames, subunits coding domains, 
Escherichia coli 3853 


— tRNA 5S genes fs meets regions, Xenopus 173. 

56 gene, DED1 gene, imidazoleglycerol-phosphate dehydratase HIS3 gene, 
Saccharomyces cerevisiae 4233. 

petF gene, ferredoxin |, cloning, Anabaena 2499. 

phage d attachment sites, quaB tae Escherichia coli 1915. 

pheW gene, tRNA Phe, Escherichia coli 6056. 

phoB gene, Escherichia coli 3122. 

phoM gene+ flanking region, Escherichia coli 787. 
a3 ruvate:sugar phosphotransferase bgIC gene, cloning, Escherichia coli 

1. 


phosphoglycerate kinase genes, promoters, Aspergillus nidulans 2495. 
ipa genes, MRNA transcripts, cytomegalovirus (human) 5554. 
inus pyralis luciferase genes, cloning, mammalian cells gene expression 4592. 
PHR1 gene, Saccharomyces cerevisiae 3711. 
phytochrome genes, Avena sativa 3276. 
id k1, killer toxin, Kluyveromyces lactis 2018. 

plasmid pNE131, Staphylococcus epidermidis, macrolide antibiotics, antibiotic 

resistance, homology, plasmid pE194, plasmid pSN2, Staphylococcus aureus 236. 
plasmid pTiT37 DNA, Agrobacterium tumefaciens 1274. - 
plasmid pUB110, cell membranes binding sites, Bacillus subtilis 1276. 
id R144 loci 1906. 
platelet factor 4 genes, cDNA, rats 5562. 

molysin, genes, cloning, Streptococcus pneumoniae 6137. 

point mutation, Corynebacterium diphtheriae toxin A genes, cloning 6093. 
point mutation, early region genes, mutagenesis, adenovirus (human) 5 2527. 
point mutation, exp-1 gene, exp-1 protein mutants, Plasmodium falciparum 6215. 
point mutation, pete Feo Ha psbA gene, Chlamydomonas 4328. 
point mutation, monoclonal antibodies, neutralization resistance, poliovirus 1 

2597. 
point mutation, mutation rates, nonstructural proteins genes, influenza A virus, 
poliovirus 1 1385. 
point mutation, serine acetyitransferase cysE 
point mutation, temperature-sensitive mutant, 

opie eicencunes te i 5575. 
point mutation, tri ate isomerase genes, man ? 
point mutation, uvrB gene, Escherichia coli 3212. Pr 
poly(A)-binding protein genes, proteolytic processing, Saccharomyces cerevisiae 
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xyribonucleotides, effects on helix conformation, relationship DNA 
rotation positioning, +nucleosomes 1078. — 
ronase genes, ripening, Lycopersicon esculentum 4282. 
raphy nuclear petyhodroses virus, Orgyia pseudotsugata isolates 3779. 
polyhedra genes, nuclear polyhedrosis virus, Orygia pseudotsugata isolates 1352. 
pre pro Von Willebrand factor genes, man 1888. 
prealbumin cDNA, man 1386. 
preaibumin genes, mice 5622. ; 
preproinsulin | genes, preproinsulin Il genes, mice 5505. _ ; ‘ 
structure, calpactin | heavy chains, cattle, comparison, lipocortin, man 


ees Escherichia coli 6144. 
DC28 gene, Saccharomyces 


1889, 

primary structure, infectious bursitis virus, chickens 142. 

pro-a1-collagen type Il genes 5'-terminus, man 4990. 

prochymosin genes, abomasum, cattle 5588. 

promoters, comparison, chloroplasts plants, prokaryotes 3822. 

promoters, exons, thymidine kinase genes, man 744. 

promoters, heavy strands, mitochondria DNA, mice 767. 2 

promoters, mapping, cloning, gene fusion, chloroplasts DNA, Marchantia polymorpha 
398. 


promoters, uvate decarboxylase genes, Zymomonas mobilis 4254. 
promoters, BWA pono yy subtilis 6456. 

Promoters, RNA polymerase ri nition, phage SP6 4044. 
promoters, Zymomonas mobilis 4576. 


Nucleotide sequence, (continued) 
protein B genes, Shag Bacillus megaterium 2606. 
protein kinase C cDNA transfer, COS cells, rats 406. 
protein kinase C genes, brain, cattle 2488, 
protein kinase C genes, hybridization analysis, man 1871, 
protein kinase CDC25 gene, wild type, Saccharomyces cerevisiae 3721. 
proteinase genes, cloning, Serratia 3731. 
proteinase genes, Moloney leukemia virus 1880. 
proteins, hepatitis A virus, comparison, picornavirus proteins 1297. 
protoxin genes, comparison, subspecies, Bacillus thuringiensis 2489. 
PRP gene, gene families, hamsters 5644. 
prt gene, Escherichia coli 3131. 
Mae gene, psaA2 gene, photosystem | genes, chloroplasts genomes, Pisum sativum 


psbC gene introns, chloroplasts, Euglena gracilis 6109. 

psbD gene, D2 protein deficient mutant, chloroplasts, photosystem tI, 
Chlamydomonas reinhardtii 2007. 

psbE gene, psbF gene, cytochrome b-559, membrane proteins Nicotiana tabacum, 
Oenothera hookeri, chloroplasts genes, homology Spinacea oleracea 772. 

Pseudomonas, enzymes, genes, reviews 3088. 

pur locus, cloning, evolution, Methanobacterium thermoautotrophicum, 
Methanobacterium smithii S65. 

pyr-4 gene, ortidine-S'-phosphate decarboxylase, Neurospora crassa 2020. 

RAD3 gene, mRNA, 5'-terminus, Saccharomyces cerevisiae 3705. 

RAD} gene, Saccharomyces cerevisiae 4283. 

rani” gene, Schizosaccharomyces pombe 5823. 

R-ras gene, mice, man 5495. 

c-rasH-1 gene, c-rasH-2 gene, comparison Harvey sarcoma virus ras gene, rats 222. 

arr computer applications, lasers scanning densitometry, gel electrophoresis 


rearrangement, CAD gene, polyadenylation effects on RNA, mammalian cells 5225. 

rearrangement, Shi gene, association transposons insertion, viruses infected, Zea 
mays 1294. 

recA gene, Synechococcus 6442. 

recognition, DNA, triostin A, methylation analogs 4912. 

ar lac operator, OR1 operator, cro protein complex, N.M.R., phage A 


recognition sites, novel endodeoxyribonuclease Eco311, Escherichia coli 4634. 

recognition sites Spoctichy: DNA methylase, Shigella sonnei 4061. 

recombinants revertants, Moloney leukemia virus 3791. 

recombination cix sites, phage P1 1837. 

recombination mapping, mutation, host range, antigenic characteristics, 
Parvovirus (canine) 2559, 

D region, restriction endonuclease mapping, polymorphism, histocompatibility 
locus HLA, reviews 1103. 

regulatory function, 5'-terminus flanking region, prolactin genes, growth hormone 
genes, rats 4392. 

renin genes, promoters, homology man, mice 136. 

rennet genes, Mucor pusillus 2502. 

repeated sequence, B-globin loci, goats 3816. 

repeated sequence, 5'-terminus, heterogeneity, proteins genes, sporozoites, 
Plasmodium falciparum 4291. 

repeated sequence, cDNA, hemopexin, man 5563. 

repeated sequence, cDNA, thymidylate synthase, man 4238. 

repeated sequence, cloning, telomeres, DNA, mitochondria, Tetrahymena thermophila 
3171. 

Bir sequence, CS gene, evolution, circumsporozoites, Plasmodium cynomolgi 

repeated eeence enhancers, binding sites, nuclear factors, Moloney leukemia 
virus > 

repeated sequence, gene families, DNA, evolution, Caledia captiva 1262. 

repeated sequence, hsp22 gene, heat shock proteins, Drosophila melanogaster 2478. 

repeated sequence, hypervariable regions, 3’-terminus, a1-globin genes, man 
4943. 

repeated sequence, mathematical models, DNA 1855. 

repeated sequence, non-transcribed spacers, rRNA genes, Tetrahymena thermophila, 
Glaucoma chattoni 4275. 

repeated sequence, open reading frames, cytomegalovirus (human) 4393. 

repeated sequence, open reading frames, gag gene, pol gene, protein biosynthesis, 
proviruses, mammary tumor virus 5386. 

repeated sequence, termini, transposon copia, Drosophila melanogaster 5067. 

repeated sequence, ubiquitin genes, cDNA, Dictyostelium discoideum 6213. 

replication origin, deletion mutant mapping, DNA biosynthesis, adenovirus (human) 
2 3801. 

replication origin domains, DNA biosynthesis, adenovirus (human) 3770. 

replication origin domains, DNA-binding protein binding, DNA biosynthesis, 
adenovirus (human) 4088. 

replication origin domains, SV40 2523. , 

replication origin, ribosomal proteins genes, cloning, chloroplasts, 
Chlamydomonas reinhardtii 6119. 

fepressors ner gene, transposonase A gene, phage D108 5512. _ 

requirements, gene expression, a-crystallin, +8-crystallin gene fusion, 
mice 410. 

requirements, promoters, glucocorticoids gene regulation, gene expression, 
a-2u globulin, rats 4520. yy 5 

requirements, RNA biosynthesis, early region promoters activation, adenovirus 
(human) 5 5437. : 

requirements, rRNA splicing, Tetrahymena thermophila 4204. d 

restriction endonuclease mapping, open reading frames, nuclear polyhedrosis 
virus, Autographa californica isolates 5523. : , ‘ 

restriction endonuclease mapping, polyhedrin genes, point mutation, occlusion 
bodies crystallization, nuclear polyhedrosis virus, isolates, Autographa 
californica 4373. : 

restriction-modification operons, Pseudomonas aeruginosa 5509. 

retrovirus (human) DNA, mammary tumor virus relationship 1986. 

RHO1 gene, RHO2 gene, Saccharomyces cerevisiae 6219. 

ribonuclease cDNA clones, seminal vesicle, cattle 132. 

ribonuclease genes, ore. Bacillus eee 1268. 

ribonuclease if mc gene, Escherichia coli 6054. : 

ribonucleotide-diphosphate reductase M2 subunit cCONA, mice 3119. 

ribosomal protein S25 genes, Tetrahymena thermophila 2551. 

ribosomal proteins genes, Halobacterium salinarium 2642. : : 

ribulosebisphosphate carboxylase small subunit genes, Chlamydomonas reinhardtii 
2506. 

ricin precursors genes, Ricinus communis 3856. fr. 

right early region genomes, phage PZA, Bacillus subtilis 4365. 
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Nucleotide sequence, (continued) Nucleotide sequence, (continued) 

ni gene, frameshift mutant, phage T4 1974. ’ snRNA U4 genes, chickens 4614. 

RNA, 3’-terminus, capsid protein genes, nuclear inclusion protein genes, tRNA, amino acids, interaction, genetic code, hypotheses 34. 
sugarcane mosaic virus 3589. tRNA Arg genes, tRNA Asn genes, rRNA operons, chloroplasts, Zea mays 50: 

RNA 5'-terminus, papaya mosaic virus 1149. tRNA Asp genes, mutants, mitochondria, Saccharomyces cerevisiae 6098. 

RNA 3’-terminus, tobacco rattle virus 3590. tRNA genes, 5’-terminus consensus sequence, Methanococcus vannielii 2515. 

RNA, 3'-terminus, West Nile virus 1173. tRNA genes, Campylobacter jejuni 6074. 

RNA, beet necrotic yellow vein virus 1166. tRNA genes, cloning, mitochondria, Tetrahymena 6094. 

RNA, beet necrotic yellow vein virus 4174. tRNA genes, Spiroplasma meliferum 3213. : 

RNA biosynthesis terminator, termination factor rho dependent, phage T5 3783. tRNA genes, trnD gene, trnkK gene, psaA gene, open reading frames, chloropl 

RNA catalysis, temperature-sensitive mutant, ribonuclease P rnpB gene, Euglena gracilis 6113. fh 
Escherichia coli i tRNA genes, Ty print Saccharomyces cerevisiae 4297. 

RNA, cONA, virus-like particles, in reading frames, ia transposon, tRNA Glu genes, Bombyx mori 3695. 
Drosophila 3572. ae ibe eid tRNA Glu, tRNA Gly, tRNA Val, mitochondria, Aedes albopictus 5022. 

ANA, cloning, phosphoproteins genes, vesicular stomatitis virus 1168. tRNA, Halobacterium salinarium 1119. y 

RNA, conservation, glycoproteins abi products, Bunyamwera virus 1163. tRNA Leu genes, 3'-terminus, chloroplasts, Euglena gracilis 4295. 

RNA, cucumber mosaic virus 1170. tRNA Leu genes, man 5616. _ 

RNA, defective-interfering particles, influenza virus, expression, reviews 3588. tRNA Lys genes, Bombyx mori 3694. 

RNA fingerprinting, yellow fever virus, strains, ry he characteristics 75. tRNA Lys, lymphoma cells, mice 2330. _ 

RNA, genomes, avian infectious bronchitis virus 5372. tRNA Lys trnk gene, chloroplasts, Sinapis alba 5688. 

RNA genomes, coxsackievirus B3 2968. tRNA Met genes, Saccharomyces cerevisiae 1359. 

RNA, genomes, Sendai virus 3581. tRNA Phe, Scenedesmus obliquus 73. 

RNA, Repatite 8 virus 1759. tRNA Pro genes, cloning, Escherichia coli 6131. 

RNA, hop stunt viroid, Vitis vinifera isolates 1174. tRNA, Schizosaccharomyces pombe 6067. _ 

RNA initiation sites, RNA biosynthesis, promoters function, Escherichia coli tRNA Ser, tRNA Leu, Halobacterium volcanii 2331. 
5996. tRNA Tyr, chloroplasts, cytoplasm, Scenedesmus obliquus 4133. 

RNA, methodology, use, DNA templates, SP6 polymerase, 3'-deoxynucleotide role, methylation, oligodeoxyribonucleotides target strands, DNA 
triphosphates f (cytosine-5-)-methyltransferase, Mammalia 5265. 

RNA, Newcastle disease virus genomes, NP protein amino acid sequence predictions oe. bigs sites selection, MRNA precursors, adenovirus (human), eukaryot 
1898. : 

ANA polymerase mpoB gene, Salmonella typhimurium 1273. fos1 gene activation, man 704. y ; ; 

RNA polymerase, sigma factor, rooD Lage! Bacillus subtilis 3810. c-ros Fela chickens, cloning, comparison, v-ros gene, avian sarcoma virus U! 

RNA 4.5S, chloroplasts, Codium fragile 5995. 2508. 

RNA 7S, genes, Halobacterium, Halobacterium salinarium 5987. c-ros-1 gene, man 1878. 

RNA 58, organelles, cyanelles, Cyanophora paradoxa 4168. mpoA gene, Bacillus subtilis 1900. ‘ 

RNA termini, genomes, defective-interfering particles, vesiculovirus 2376. tpsO gene, pnp gene, Escherichia coli 4378. 

RNA, tobacco rattle virus 5377. tnE operon, Escherichia coli 3809. 

RNA, tobacco vein mottling virus 3583. Saccharomyces uvarum centromeres homology Saccharomyces cerevisiae 19 

mRNA, a-globulin genes, amino acid sequence predictions, Pleurodeles waltlii satellite DNA a-family monomers, chromosome 17, man 4955. 
4332. : satellite DNA alphoid domains, chromosome 7, man 5037. 

MRNA, 5’-terminus capping, BEN nena brucei 5984. satellite DNA, chromosome 17, man 4966. %& 

MRNA 5'-terminus, radioactive labelling, phosphorus-32, Escherichia coli 2400. satellite DNA repeated sequence, Cucurbita maxima, Cucurbita pepo 5650. 

MRNA, apolipoprotein B genes cloning, amino acid sequence predictions, liver, satellite RNA, ligation, phosphodiester bonds formation, tobacco ringspot virus 
rats 4355. 5380. 

mRNA ee protein, cDNA, ore reovirus (human) 1 2382. scaffold binding sites, localization, termini, localization, ftz gene, Adh gene, 

mRNA, cDNA, fusion protein subunits, respiratory syncytial virus 3579. Drosophila melanogaster 265. 

mRNA, cDNA, pro-opiomelanocortin genes, pituitary, Xenopus laevis 5384. serB gene, serB promoter, open reading frames, Escherichia coli 6051. 

mRNA, cDNA, protein C, liver, man 3613. serum amyloid P-component components genes, cDNA, man 5559. 

MRNA, cistrons, bg ato handed genes, parainfluenza virus 3 1154. Baas gene, larvae, Drosophila 653. 

MRNA, comparison, Trypanosomatidae 74. Shope fibroma virus inverted repeat, termini, homology, plasmids, cell lines, 

mRNA, creatine kinase, muscles, Torpedo marmorata 2962. rabbits 3772. 

MRNA, identification, renin genes, ovary, uterus, rats 5617. silk protein P25 genes, Bombyx mori 800. 

MRNA, influenza A virus, cell-free system, HeLa cells 2381. site-directed mutagenesis, tyrosine substitution phenylalanine, ribonucleotide 

mRNA, long terminal repeat, T cell leukemia virus 2136. reductase, Escherichia coli 431. 

mRNA, monoclonal ai ies Ab2 heavy chains+light chains variable region, sites, DNA cleavage, endodeoxyribonuclease Acclll, Acinetobacter calcoacetic 
hybridoma mAb2, mice 587. 5846. 

mRNA, proteinase inhibitors gene families, liver, rats 5401. sites, kinetoplasts, DNA, cleavage, endonuclease (Vigna), kinetoplasts, 
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